In the title molecule, C 13 H 12 ClNO, the dihedral angle between the benzene and pyrrole rings is 1.38 (9) . The cycloheptene ring adopts a distorted twist chair and sofa conformation. Intermolecular N-HÁ Á ÁO hydrogen bonds form an R 2 2 (10) loop in the crystal packing. Further, weak C-HÁ Á ÁO and C-HÁ Á Á (involving the benzene ring) interactions are found in the crystal structure.
Related literature
For the biological activity of indole derivatives, see: Gribble (2000) ; Knö lker & Reddy (2002) ; Kawasaki & Higuchi (2005) ; Bennasar et al. (1993) ; Hong et al. (2006) ; Lacoume et al. (1972) ; Joseph et al. (1998 Joseph et al. ( , 2000 . For related crystallographic studies of cyclohept [b] indoles, see: Archana et al. (2010 Archana et al. ( , 2011 . For hydrogen-bond motifs, see: Bernstein et al. (1995) . Table 1 Hydrogen-bond geometry (Å , ).
Experimental
Cg2 is the centroid of the C1-C4,C4A,C10B ring. Symmetry codes: (i) Àx þ 1; Ày þ 1; Àz þ 1; (ii) x; y À 1; z; (iii) Àx þ 1; Ày; Àz þ 1.
Data collection: CrysAlis PRO (Agilent, 2011); cell refinement: CrysAlis PRO; data reduction: CrysAlis PRO; program(s) used to solve structure: SHELXS97 (Sheldrick, 2008) ; program(s) used to refine structure: SHELXL97 (Sheldrick, 2008) ; molecular graphics: ORTEP-3 (Farrugia, 1997) and PLATON (Spek, 2009) ; software used to prepare material for publication: PLATON. (Gribble, 2000; Knölker & Reddy, 2002; Kawasaki & Higuchi, 2005; Bennasar et al., 1993; Hong et al., 2006; Lacoume et al., 1972; Joseph et al., 1998; Joseph et al., 2000) . Recently, we reported related crystallographic studies for some cyclohept[b]indoles from our laboratory (Archana et al., 2010; Archana et al., 2011) .
In the title molecule, Fig. 1 , the dihedral angle between the benzene and pyrrole rings is 1.38 (9)°. The cycloheptene ring adopts a distorted twist chair and sofa conformation. Intermolecular N5-H5···O6 hydrogen bonds form a R 2 2 (10) (Bernstein et al., 1995) rings in the crystal structure. A weak C9-H9A···O6 intermolecular hydrogen bond along with a C7-H7A···π interaction, involving the benzene (C1-C4,C4A,C10B) ring, are also found in the crystal structure, Fig. 2 and Table 1 .
A solution of 2-(2-(4-chlorophenyl)hydrazono)cycloheptanone (0.486 g, 0.001 mol) in a mixture of acetic acid (20 ml) and hydrochloric acid (5 ml) was refluxed on an oil bath pre-heated to 398 K for 2 h. The contents were then cooled and poured onto cold water with stirring. The brown solid which was separated by passing through a column of silica gel and eluted with (98:2, v/v) petroleum ether-ethyl acetate mixture yielded the title compound (0.167 g, 72%). This was recrystallized from ethanol.
Refinement
The N-H atom was located in a difference Fourier map and refined freely. Other H atoms were positioned geometrically and allowed to ride on their parent atoms, with C-H = 0.95-0.99 Å and U iso (H) = 1.2U eq (parent atom).
Computing details
Data collection: CrysAlis PRO (Agilent, 2011); cell refinement: CrysAlis PRO (Agilent, 2011); data reduction: CrysAlis PRO (Agilent, 2011); program(s) used to solve structure: SHELXS97 (Sheldrick, 2008) ; program(s) used to refine structure: SHELXL97 (Sheldrick, 2008) ; molecular graphics: ORTEP-3 (Farrugia, 1997) and PLATON (Spek, 2009) ; software used to prepare material for publication: PLATON (Spek, 2009 The molecular structure of the title compound, with displacement ellipsoids drawn at the 30% probability level. H atoms are shown as small spheres of arbitrary radius. 
Special details
Geometry. Bond distances, angles etc. have been calculated using the rounded fractional coordinates. All su's are estimated from the variances of the (full) variance-covariance matrix. The cell e.s.d.'s are taken into account in the estimation of distances, angles and torsion angles Refinement. Refinement of F 2 against ALL reflections. The weighted R-factor wR and goodness of fit S are based on F 2 , conventional R-factors R are based on F, with F set to zero for negative F 2 . The threshold expression of F 2 > 2σ(F 2 ) is used only for calculating R-factors(gt) etc. and is not relevant to the choice of reflections for refinement. R-factors based on F 2 are statistically about twice as large as those based on F, and R-factors based on ALL data will be even larger.
Fractional atomic coordinates and isotropic or equivalent isotropic displacement parameters (Å 2 ) (7) 0.0009 (6) −0.0004 (7) C1 0.0213 (8) 0.0259 (9) 0.0261 (9) 0.0005 (8) 0.0008 (7) −0.0003 (8) C2 0.0241 (9) 0.0336 (10) 0.0209 (9) −0.0007 (8) 0.0026 (7) −0.0058 (8) C3 0.0219 (9) 0.0382 (11) 0.0222 (9) 0.0016 (8) 0.0002 (7) 0.0042 (8) C4 0.0231 (8) 0.0269 (10) 0.0267 (9) 0.0039 (8) 0.0013 (7) 0.0035 (8) C4A 0.0182 (8) 0.0245 (9) 0.0242 (9) −0.0027 (7) 0.0016 (7) −0.0005 (8) C5A 0.0187 (8) 0.0209 (9) 0.0235 (8) −0.0033 (7) 0.0003 (6) 0.0007 (7) C6 0.0224 (8) 0.0220 (9) 0.0245 (9) −0.0069 (7) 0.0031 (7) −0.0008 (7) C7 0.0322 (9) 0.0287 (10) 0.0208 (9) −0.0034 (8) −0.0011 (7) 0.0004 (8) C8 0.0255 (9) 0.0280 (10) 0.0234 (9) −0.0028 (8) −0.0037 (7) 0.0025 (8) C9 0.0259 (9) 0.0229 (9) 0.0269 (9) 0.0003 (7) −0.0039 (8) 0.0035 (8) C10 0.0272 (9) 0.0222 (9) 0.0265 (9) 0.0021 (7) −0.0023 (7) −0.0013 (8) C10A
0.0175 (8) 0.0236 (9) 0.0230 (9) −0.0036 (7) 0.0005 (6) −0.0005 (7) C10B 0.0177 (8) 0.0244 (9) 0.0238 (8) −0.0024 (7) 0.0009 (7) 0.0002 (8)
Geometric parameters (Å, º)
Cl2-C2 
